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MicroRNA-92a Promotes Cell Proliferation in Cervical Cancer
via Inhibiting p21 Expression and Promoting Cell Cycle Progression
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MicroRNA-92a (miR-92a) generally plays a promoting role in human cancers, but the underlying mechanism

in cervical cancer remains unclear. Here we studied the expression and,
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mon cancer in
women worldwide, especia developing countries like
China (1). Moreover, it is the TQmith most frequent cause
of cancer-related deaths in femafes (1). Despite improve-
ments in the diagnosis and treatment of cervical cancer,
the overall survival time of patients is still not satisfac-
tory (2). Therefore, revealing the underlying mechanism
of cervical cancer progression may contribute to develop-
ing effective therapeutic strategies for this disease.
MicroRNAs (miRs), a kind of short noncoding RNA,
can cause mRNA degradation or translation inhibition via
directly binding to the 3’-untranslational region (UTR) of
their target genes (3). Various miRs have been reported to
participate in various biological processes, including cell
survival, proliferation, differentiation, cell cycle progres-
sion, as well as tumorigenesis (4—6). Moreover, deregulation

of miRs has been implicated in the development and pro-
gression of a variety of malignancies including cervical can-
cer (7,8). Some miRs play promoting or suppressive roles in
cervical cancer by regulating the expression of tumor sup-
pressors or oncogenes, which make them become potential
diagnostic and therapeutic targets for this disease (9-11).
For instance, miR-101 was found to inhibit the proliferation
of cervical cancer cells by targeting Fos, leading to cell cycle
arrest at the G, stage (12). miR-143, which is significantly
downregulated in cervical cancer, was reported to promote
cervical cancer cell apoptosis and inhibit tumor formation
by targeting Bcl-2 (13). However, the underlying mecha-
nism of miRs in the development and progression of cervi-
cal cancer still needs to be fully uncovered.

miR-92a, a member of the miR-17-92 family, has
been reported to play an oncogenic role in some common
human cancers (14-16). For instance, He et al. reported
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that miR-92a could promote the proliferation of pancre-
atic cancer cells by directly targeting DUSP10 and acti-
vating the JNK signaling pathway (17). Ke et al. found
that miR-92a had a promoting effect on colorectal cancer
metastasis by inhibiting the protein expression of PTEN
and promoting activity of the PI3K/AKT pathway (14).
Recently, miR-92a was found to promote cervical cancer
cell proliferation and invasion by targeting FBXW7 (18).
However, at the same time, miR-92a may function by tar-
geting other tumor suppressors in cervical cancer cells.

Therefore, we aimed to study the regulatory mecha-
nism of miR-92a in cervical cancer progression.

MATERIALS AND METHODS
Tissue Collection

This study was approved by the Ethics Committee of
First Affiliated Hospital of Xiamen University, Xiamen,
PR. China. We collected 74 cervical cancer tissues and
their matched adjacent nontumor tissues (ANTSs) at our
hospital. Written informed consent was obtained from all
studied patients, and their clinical information is summa-
rized in Table 1. No patients received radiation therapy
or chemotherapy before surgical resection. The tissue

samples were immediately snap frozen in liquid nitrogen, mi

after surgical resection and stored at —80°C until use.

Real-Time gPCR

Total RNA was extracted using TR I&
(Thermo Fisher, USA) according to the man urer?
vert to

instruction. The total RNA (1 pg) was t
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cDNA using PrimeScript Ist Strand cDNA Synthesis Kit
(Takara, Tokyo, Japan). For detection of miR-92a expres-
sion, gPCR was performed using miRNA Q-PCR Detection
Kit (GeneCopoeia, Rockville, MD, USA) on an ABI 7500
thermocycler, according to the manufacturer’s instruction.
U6 gene was used as an internal control. For examining
the mRNA expression, SYBR Green I Real-Time PCR kit
(Biomics, Nantong, P.R. China) was used to perform gPCR
on an ABI 7500 thermocycler (Thermo Fisher), according
to the manufacturer’s instruction. GAPDH was used as an
internal control. The PCR steps were 95°C for 10 min, and
40 cycles of denaturation at 95°C for 15 s and annealing/
elongation step at 60°C for 60 s. The relative expression
was analyzed by the 2724 method (19).

Cell Culture and TraW8ection

ancefbleLa cells were purchased from
hinese A¢ademy of Sciences, Shanghai,
ere dred in DMEM (Thermo Fisher)
th 1Q% fetal bovine serum (Thermo Fisher)
atmosphere of 5% CO,. Cells were
scramble miR mimic (miR-NC), miR-92a
itor, and miR-92a inhibitor, or cotransfected
miR§92a mimic and pcDNA3.1-p21 expression plas-
¢ Lipofectamine 2000 (Thermo Fisher) according

e manufacturer’s instruction.

Human cervical
the Cell Bank of the
PR. China.

estern Blot

Cells were lysed with ice-cold lysis buffer [SO mM
Tris-HCI, pH 6.8, 100 mM 2-ME, 2% (w/v) SDS, 10%
glycerol]. After centrifugation at 20,000x g for 10 min

Between miR-92a Expression and Clinicopathological
Patients With Cervical Cancer

Variables No. LowmiR-92a  HighmiR-92a  p Value

Age 0.45
<55 30 13 17
>55 44 23 21

Tumor size 0.082
<4 cm 46 26 20
>4 cm 28 10 18

Differentiation 0.013
Well moderate 54 31 23
Poor 20 15

Clinical stage 0.019
I-11 39 24 15
1I-1v 35 12 23

Lymph node metastasis 0.024
No 48 28 20
Yes 26 8 18

Distant metastasis 0.073
No 62 33 29
Yes 12 3 9
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at 4°C, proteins in the supernatants were quantified
and separated with 10% SDS-PAGE. Proteins (50 pg)
were then transferred onto a polyvinylidene difluoride
membrane (Amersham Bioscience, Buckinghamshire,
UK), which was then incubated with PBS containing
5% milk overnight at 4°C. Afterward, the membrane
was incubated with primary antibodies including p21
and GAPDH (all from Abcam, Cambridge, MA, USA)
at room temperature for 3 h, respectively. After wash-
ing with PBS three times, the membrane was incubated
with secondary antibody (Abcam) at room tempera-
ture for 1 h. After being washed with PBS three times,
Super Signal West Pico Chemiluminescent Substrate Kit
(Pierce, Rockford, IL, USA) was used to detect signals,
according to the manufacturer’s instruction. The relative
protein expression was represented as the density ratio
versus GAPDH.

MTT Assay

HeLa cell suspension (5x 10* cells/well) was plated in
a 96-well plate and cultured for 0, 24, 48, or 72 h. MTT
(10 pl, 5 mg/ml) was added into each well and then incu-
bated at 37°C for 4 h. The supernatant was removed, and
100 pl of DMSO was added into each well. The absor-
bance at 570 nm was determined using the Model
Microplate Reader (Bio-Rad, USA).

Cell Cycle Distribution Analysis

Cells (1x10° were washed twice wi
pended in 70% ethanol, and fixed ov
Afterward, cells were washed twi
BSA and incubated for 3Qammin at teghperature in
propidium iodide (PI ¢ bu taining 3%
BSA, 40 pg/ml PI, and se in PBS. DNA
content analyses were carriéghout using flow cytometry
(FACSCalibur; Beckman Cou

Statistical Methods

Data in this study are expressed as the mean+SD of
three independent experiments. The difference between
two groups was analyzed using Student’s #-test. SPSS.18.0
was used to perform statistical analysis. A value of p<0.05
was considered statistically significant.

RESULTS
miR-92a Is Upregulated in Cervical Cancer

In the present study, we first performed real-time
RT-PCR to examine the miR-92a expression in 74 cases
of cervical cancer tissues and their matched ANTs. Our
data showed that the miR-92a levels were significantly
higher in cervical cancer tissues when compared with
those in matched ANTs (Fig. 1). Accordingly, we specu-
lated that miR-92a might play a role in cervical cancer.
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Increased Expression of miR-92a Is Associated With
Cervical Cancer Progression

To further confirm our speculation, we studied the
clinical significance of miR-92a in cervical cancer. On
the basis of the mean value of the miR-92a level, all
patients involved in this study were divided into two
groups: the high miR-92a expression group and the low
miR-92a expression group. Statistical analysis indicated
that high expression of miR-92a was significantly associ-
ated with high-grade lymph node metastasis as well as
advanced clinical stage (Table 1). In addition, the expres-
sion of miR-92a was not associated with age, tumor
size, or distant metastasis (Table 1). According to these
findings, we demonstrated that increased expression of
miR-92a is ass@iated with malignant progression of
cervical cancer.

miR-92a Promaig
Cancer i

oliferation of Cervical
cing Cell Cycle Progression

To fulifer inyestigate the potential role of miR-92a in
al eLa cells were transfected with the miR-
ibigpr to knock down its expression. Real-time
RT-PCR™0ata indicated that transfection with the miR-
2a_gnhibitor significantly decreased the miR-92a lev-
hen compared to the NC inhibitor group (Fig. 2A).

TT assay was used to further examine cell proliferation.
Our data showed that inhibition of miR-92a caused a sig-
nificant decrease in HeLa cell proliferation (Fig. 2B). As
cell cycle regulation is essential for cell proliferation, we
further examined the cell cycle distribution. As shown in
Figure 2C, downregulation of miR-92a caused a signifi-
cant cell cycle arrest at the G, stage when compared to
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Figure 1. Real-time RT-PCR was performed to examine the
miR-92a expression in cervical cancer tissues and their matched
adjacent nontumor tissues. **p<0.01 versus Adjacent.
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Figure 2. (A) Real-time RT-PCR was performed to determine the relative expression of miR-92a in HeLa cells transfected with miR-
92a inhibitor or negative control (NC) inhibitor as control. (B) MTT assay and (C) flow cytometry were used to examine cell prolifera-
tion and cell cycle distribution. (D) Real-time RT-PCR was performed to determine the relative expression of miR-92a in HeLa cells
transfected with miR-92a mimic or scramble miR (miR-NC) as control. (E) MTT assay and (F) flow cytometry were used to examine
cell proliferation and cell cycle distribution. **p<0.01 versus NC inhibitor (A-C). **p<0.01 versus miR-NC (D-F).
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the NC inhibitor group. To confirm these findings, HeLa
cells were then transfected with miR-92a or miR-NC,
respectively. As shown in Figure 2D, transfection with the
miR-92a mimic significantly increased the miR-92a lev-
els in HeLa cells when compared to the miR-NC group.
MTT assay further indicated that overexpression of miR-
92a increased the proliferation of HeLa cells (Fig. 2E).
Moreover, miR-92a upregulation significantly promoted
the cell cycle progression of HeLa cells when compared to
the miR-NC group (Fig. 2F). Therefore, our data demon-
strate that miR-92a may play a role in promoting HeLa cell
proliferation via enhancing cell cycle progression.

p21 Is a Target Gene of miR-92a in
Cervical Cancer Cells

Recently, Su et al. used an miRNA in vivo precipitation
(miRIP) method to find that miR-92a could interact robustly
with p21 mRNA both in hepatocellular carcinoma HepG2
cells and in prostate cancer PC-3 cells (20). However, the
relationship between miR-92a and p21 in cervical cancer
cells has never been studied previously. Therefore, we
detected the protein levels of p21 in HeLa cells after over-
expression or downregulation of miR-92a. Western blotting
data showed that overexpression of miR-92a significantly
decreased the p21 protein expression (Fig. 3A), w
knockdown of miR-92a markedly increased the p

levels of p21 in HeLa cells (Fig. 3C an
miR-92a negatively regulates the expregsi the
posttranscriptional levels, suggesting @
miR-92a in HeL a cells.

p21 Acts as a Downstre
miR-92a-Mediated Prolife
Progression in HeLa Cells

As p21 is a key regulator 1In cell cycle progression
(21), it may be involved in the miR-92a-mediated HeLa
cell proliferation. Therefore, we further transfected miR-
92a-overexpressing HeLa cells with pcDNA3.1-p21
ORF plasmid in order to eliminate the suppressive effect
of miR-92a on p21 protein levels. Western blotting assay
indicated that the p21 protein levels were significantly
higher in the miR-92a+p21 group than in the miR-92a
group (Fig. 4A). MTT assay was then used to examine
cell proliferation. As indicated in Figure 4B, the prolif-
eration of HeLa cells was significantly decreased in the
miR-92a+p21 group compared to the miR-92a group,
indicating that overexpression of p21 eliminates the pro-
moting effects of miR-92a on HeLa cell proliferation.
Further investigation showed that p21 upregulation also
reversed the promoting effects of miR-92a on cell cycle
progression in HeLa cells (Fig. 4C). To further confirm
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these findings, miR-92a inhibitor-transfected HeLa cells
were further transfected with p21 siRNA. After transfec-
tion, the p21 protein levels were significantly reduced
in the miR-92a inhibitor+p21 siRNA group compared
with the miR-92a inhibitor group (Fig. 4D). MTT assay
and flow cytometry were then used to examine cell pro-
liferation and cell cycle distribution. As indicated in
Figure 4E, the proliferation of HeLa cells was signifi-
cantly decreased in the miR-92a inhibitor+p21 siRNA
group compared with the miR-92a inhibitor group.
Moreover, knockdown of p21 also eliminated the pro-
moting effects of miR-92a downregulation on cell cycle
progression in HeLa cells (Fig. 4F). On the basis of
these findings, our data suggest that miR-92a promotes
HeLa cell pOfgration via inhibiting p21 expression
and promoting cg cle progression.

ervical Cancer

relationship between miR-92a and
al cancer, we examined the expression of p21
1 tissues and matched ANTs. Real-time
d Western blot data showed that the mRNA
levels of p21 were significantly lower in cer-
vicalgancer tissues than in ANTs (Fig. 5A and B). These
gs suggest that the increased expression of miR-92a
ay contribute to the decreased expression of p21, which
further promotes cervical cancer growth.

DISCUSSION

The underlying mechanism of miR-92a in regulating
the proliferation of cervical cancer cells is largely unclear.
In the present study, we found that miR-92a was signifi-
cantly upregulated in cervical cancer tissues compared
to their matched ANTS, and the increased miR-92a levels
were significantly associated with higher grade, lymph
node metastasis, and advanced clinical stage in cervi-
cal cancer. Knockdown of miR-92a led to a significant
reduction in the proliferation of HeLa cells via induc-
tion of cell cycle arrest at the G, stage, while overexpres-
sion of miR-92a markedly promoted the proliferation of
HeLa cells by promoting the cell cycle progression. p21
was further suggested to be a direct target of miR-92a in
HeLa cells, since the expression of p21 was negatively
regulated by miR-92a at the posttranscriptional levels.
Moreover, p21 overexpression eliminated the promoting
effects of miR-92a on HeLa cell proliferation and cell
cycle progression, while knockdown of p21 reversed the
suppressive effects of miR-92a downregulation on HeLa
cell proliferation and cell cycle progression. In addition,
p21 was significantly downregulated in cervical cancer
tissues compared to ANTs.

miR-92a, an important member of the miR-17-92 fam-
ily, has been demonstrated to be deregulated and play a
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Figure 3. (A, B) Western blot and (C, D) real-time qPCR were conducted to detect the protein and mRNA expression of p21 in HeLa
cells transfected with scramble miR (miR-NC), miR-92a mimic, NC inhibitor, and miR-92a inhibitor, respectively. **p<0.01 versus
NC inhibitor (A). **p<0.01 versus miR-NC (B).

FACING PAGE

Figure 4. (A) Western blot was used to examine the protein levels of p21 in cervical cancer cells transfected with miR-92a mimic or
cotransfected with miR-92a mimic and p21 plasmid, respectively. (B) MTT assay and (C) flow cytometry were used to examine cell
proliferation and cell cycle distribution. **p<0.01 versus miR-92a (A-C). (D) Western blot was used to examine the protein levels of
p21 in cervical cancer cells transfected with miR-92a inhibitor or cotransfected with miR-92a inhibitor and p21 siRNA, respectively.
(E) MTT assay and (F) flow cytometry were used to examine cell proliferation and cell cycle distribution. **p<0.01 versus miR-92a
inhibitor (D-F).
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Figure 5. (A) Real-time RT-PCR and (B) Western blot were
performed to examine the mRNA and protein expression of p21
in cervical cancer tissues and their matched adjacent nontumor
tissues. **p<0.01 versus Adjacent.

and Salehi found that knockdown of miR-9
vent cell prohferatlon while 1nduc1ng celap
@ e tha
targ for this
i was sig-
iggmes compared

nificantly upregulated in gas
with ANTs, and higher miR-92a%yels were significantly
associated with shorter survival e of patients with
gastric cancer at stage II and stage III (25). Moreover,
deregulation of miR-92a has also been implicated in cer-
vical cancer (18). Zhou et al. reported that miR-92a was
significantly upregulated in cervical cancer and could
promote the proliferation and invasion of cervical cancer
cells (18). Besides, miR-92a was suggested to be used
as an important biomarker for oncogenic papillomavirus
infections (26). Here we also showed that miR-92a was
significantly upregulated in cervical cancer tissues com-
pared to their matched ANTs. Afterward, we investigated
the clinical significance of miR-92a in cervical cancer
and found that the increased expression of miR-92a was
significantly associated with higher grade, lymph node
metastasis, and advanced clinical stage, suggesting that
upregulation of miR-92a contributes to cervical cancer
progression. In vitro study further showed that knock-
down of miR-92a significantly inhibited the proliferation
of HeLa cells through induction of cell cycle arrest at the
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G, stage. On the contrary, miR-92a overexpression sig-
nificantly promoted enhanced proliferation and cell cycle
progression of HeLa cells.

p21, also known as cyclin-dependent kinase inhibitor
1A, is a potent cyclin-dependent kinase inhibitor, which can
bind to and inhibit the activity of cyclin-CDK2 or cyclin—
CDK4 complexes, acting as a negative regulator of cell
cycle progression at G, (27,28). Moreover, p21 can also
interact with proliferating cell nuclear antigen (PCNA), a
DNA polymerase accessory factor, and thus plays a key
role in S phase DNA replication and DNA damage repair
(29). Upregulation of p21 could effectively suppress the
cell cycle progression and thus cell proliferation in vari-
ous human cancersincluding cervical cancer (30-32). For
instance, Slug in the proliferation and tumor forma-
tion of human cerviglldcancer cells by upregulating the
p21 and p27 protei
that the expressio

was negatively mediated by
iptional levels in HeLa cells,

ancer cell lines (20), consistent with our
. Fugther investigation showed that overexpression
of iminated the suppressive effects of miR-93 on
roliferation and cell cycle progression in HeLa cells,
hile knockdown of p21 reversed the suppressive effects
of miR-92a downregulation on HeLa cell proliferation
and cell cycle progression. Accordingly, our findings
suggest that miR-92a promotes the proliferation of cervi-
cal cancer cells via inhibition of p21 and thus promotion
of cell cycle progression. In addition, we found that the
mRNA and protein expression of p21 was significantly
downregulated in cervical cancer tissues compared to
their matched ANTs. As we have found that the expres-
sion of p21 was negatively regulated by miR-92a, we
suggest that the decreased p21 expression may be due to
the upregulation of miR-92a in cervical cancer.

In conclusion, our study indicates that miR-92a, which
is upregulated in cervical cancer, plays an oncogenic role
in cervical cancer cell proliferation by directly targeting
p21 and thus promoting cell cycle progression. Therefore,
we suggest that miR-92a may become a useful therapeu-
tic target for cervical cancer.

ACKNOWLEDGEMENT: The authors declare no conflicts of
interest.

REFERENCES

1. Torre, L. A.; Bray, F; Siegel, R. L.; Ferlay, J.; Lortet-
Tieulent, J.; Jemal, A. Global cancer statistics, 2012. CA
Cancer J. Clin. 65:87-108; 2015.

2. Wright, J. D.; Huang, Y.; Ananth, C. V.; Tergas, A. L;
Dufty, C.; Deutsch, I.; Burke, W. M.; Hou, J. Y.; Neugut,
A. 1.; Hershman, D. L. Influence of treatment center and



PROMOTING ROLE OF miR-92a IN CERVICAL CANCER

10.

11.

12.

13.

14.

16.

17.

18.

hospital volume on survival for locally advanced cervical
cancer. Gynecol. Oncol. 139:506-512; 2015.

. Moss, E. G. MicroRNAs: Hidden in the genome. Curr.

Biol. 12:R138-140; 2002.

. Choi, E.; Hwang, K. C. MicroRNAs as novel regulators of

stem cell fate. World J. Stem Cells 5:172-187; 2013.

. Ambros, V. The functions of animal microRNAs. Nature

431:350-355; 2004.

. Bartel, D. P. MicroRNAs: Genomics, biogenesis, mecha-

nism, and function. Cell 116:281-297; 2004.

. Lujambio, A.; Calin, G. A.; Villanueva, A.; Ropero, S.;

Sanchez-Cespedes, M.; Blanco, D.; Montuenga, L. M.;
Rossi, S.; Nicoloso, M. S.; Faller, W. J.; Gallagher, W. M.;
Eccles, S. A.; Croce, C. M.; Esteller, M. A microRNA DNA
methylation signature for human cancer metastasis. Proc.
Natl. Acad. Sci. USA 105:13556-13561; 2008.

. Calin, G. A.; Croce, C. M. MicroRNA signatures in human

cancers. Nat. Rev. Cancer 6:857-866; 2006.

. Yao, J.; Deng, B.; Zheng, L.; Dou, L.; Guo, Y.; Guo, K.

miR-27b is upregulated in cervical carcinogenesis and pro-
motes cell growth and invasion by regulating CDH11 and
epithelial-mesenchymal transition. Oncol. Rep. 35:1645—
1651; 2016.

Ribeiro, J.; Marinho-Dias, J.; Monteiro, P.; Loureiro, J.;
Baldaque, I.; Medeiros, R.; Sousa, H. miR-34a and miR-
125b expression in HPV infection and cervical cancer
development. Biomed. Res. Int. 2015:304584; 2015.

Wei, Q.; Li, Y. X.; Liu, M.; Li, X.; Tang, H. MiR-17-5p
targets TPS3INP1 and regulates cell proliferation and aj
ptosis of cervical cancer cells. [IUBMB Life 64:697—
2012.

Liang, X.; Liu, Y.; Zeng, L.; Yu, C.; Hu, Z.;
Yang, Z. miR-101 inhibits the G1-to-S pha
of cervical cancer cells by targeting Fo .
Cancer 24(7):1165-1172; 2014.

Liu, L.; Yu, X.; Guo, X.; Tian, Z4
Huang, C.; Zhou, F; Liu, M.; Wu,

is downregulated in cerviggimancer promgtes apoptosis

and inhibits tumor forpda Oy targe 2. Mol. Med.
Rep. 5:753-760; 204
Ke, T. W.; Wei, P. L.; Ye . T.; Cheng, Y. W.

astasis of colorectal cancer
KT pathway. Ann. Surg.

MiR-92a promotes cell
through PTEN-mediated PI3R
Oncol. 22:2649-2655; 2015.

. Lin, H. Y.; Chiang, C. H.; Hung, W. C. STAT3 upregulates

miR-92a to inhibit RECK expression and to promote inva-
siveness of lung cancer cells. Br. J. Cancer 109:731-738;
2013.

Jikuzono, T.; Kawamoto, M.; Yoshitake, H.; Kikuchi, K.;
Akasu, H.; Ishikawa, H.; Hirokawa, M.; Miyauchi, A.;
Tsuchiya, S.; Shimizu, K.; Takizawa, T. The miR-221/222
cluster, miR-10b and miR-92a are highly upregulated in
metastatic minimally invasive follicular thyroid carcinoma.
Int. J. Oncol. 42:1858-1868; 2013.

He, G.; Zhang, L.; Li, Q.; Yang, L. miR-92a/DUSP10/JNK
signalling axis promotes human pancreatic cancer cells
proliferation. Biomed. Pharmacother. 68:25-30; 2014.
Zhou, C.; Shen, L.; Mao, L.; Wang, B.; Li, Y.; Yu, H. miR-
92a is upregulated in cervical cancer and promotes cell

20.

21.

22.

23.

24.

>

28.

29.

30.

31.

32.

27.

145

proliferation and invasion by targeting FBXW7. Biochem.
Biophys. Res. Commun. 458:63-69; 2015.

. Liu, Z.; Long, X.; Chao, C.; Yan, C.; Wu, Q.; Hua, S;

Zhang, Y.; Wu, A.; Fang, W. Knocking down CDK4 medi-
ates the elevation of let-7c¢ suppressing cell growth in
nasopharyngeal carcinoma. BMC Cancer 14:274; 2014.
Su, X.; Wang, H.; Ge, W.; Yang, M.; Hou, J.; Chen, T.; Li, N.;
Cao, X. An in vivo method to identify microRNA targets not
predicted by computation algorithms: p21 targeting by miR-
92a in cancer. Cancer Res. 75:2875-2885; 2015.

Abbas, T.; Dutta, A. p21 in cancer: Intricate networks and
multiple activities. Nat. Rev. Cancer 9:400-414; 2009.
Cristobal, I.; Torrejon, B.; Madoz-Gurpide, J.; Rojo, F.;
Garcia-Foncillas, J. Deregulation of miR-92a in locally
advanced rectal cancer. Genes Chromosomes Cancer
55(7):612; 2016.

Hu, S.; Liugl..; Chang, E. B.; Wang, J. Y.; Raufman, J. P.
Butyrate i pro-proliferative miR-92a by diminishing
c-Myc-induceddiiR-17-92a cluster transcription in human
colon cancer, ol. Cancer 14:180; 2015.

Sharifi, M.; ockage of miR-92a-3p with locked
nuclei i

er. 23§29-35; 2016.
, W.; Han, C.; Chen, H.; Fu, D.; Luo, Y.;
H.; Wang, D.; Ma, L.; Zhou, L.; Han, D.; Shen, M.
Ex on and prognostic value of miR-92a in patients
with gastric cancer. Tumour Biol. 37(7):9483-9491; 2016.
ng, X.; Wang, H. K.; Li, Y.; Hafner, M.; Banerjee, N. S.;
ang, S.; Briskin, D.; Meyers, C.; Chow, L. T.; Xie, X.;
Tuschl, T.; Zheng, Z. M. microRNAs are biomarkers of
oncogenic human papillomavirus infections. Proc. Natl.
Acad. Sci. USA 111:4262-4267; 2014.
Wang, Y.; Yuan, Z.; You, C.; Han, J.; Li, H.; Zhang, Z.;
Yan, H. Overexpression p21WAF1/CIP1 in suppressing
retinal pigment epithelial cells and progression of prolif-
erative vitreoretinopathy via inhibition CDK2 and cyclin E.
BMC Ophthalmol. 14:144; 2014.
Agarwal, R. Cell signaling and regulators of cell cycle as
molecular targets for prostate cancer prevention by dietary
agents. Biochem. Pharmacol. 60:1051-1059; 2000.
Buscemi, G.; Ricci, C.; Zannini, L.; Fontanella, E.; Plevani, P.;
Delia, D. Bimodal regulation of p21(waf1) protein as function
of DNA damage levels. Cell Cycle 13:2901-2912; 2014.
Cui, N.; Yang, W. T.; Zheng, P. S. Slug inhibits the prolif-
eration and tumor formation of human cervical cancer cells
by up-regulating the p21/p27 proteins and down-regulating
the activity of the Wnt/beta-catenin signaling pathway via
the trans-suppression Aktl/p-Aktl expression. Oncotarget
7(18):26152-26167; 2016.
Luo, J.; Zhang, C.; Wang, C.; Li, L.; Li, C.; Li, Q.
Zhang, M.; Wu, Q. Miz-1 promotes the proliferation of
esophageal cancer cells via suppression of p21 and release
of p2l-arrested cyclin D1. Oncol. Rep. 35:3532-3540;
2016.
Chaudhary, S.; Madhukrishna, B.; Adhya, A. K.; Keshari, S.;
Mishra, S. K. Overexpression of caspase 7 is ERalpha depen-
dent to affect proliferation and cell growth in breast cancer
cells by targeting p21(Cip). Oncogenesis 5:¢219; 2016.





