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Abstract: The present research reports of quick and marked changes induced by plant extract of Euryops arabicus in the 
gene expression of 49-kDa apyrases, cytoskeletal proteins, ATPases, ADPase and amount of amino acid of pea (Pisum 
sativum L. var. Alaska). Pellets of cytoskeletals proteins (27000 xg) were probed with anti-apyrase antibody, biotinylated 
anti-rat, actin and alpha and beta-tubulin for Western blotting. ATPase and ADPase activities were determined based 
on the hydrolytic efficacy of adenine triphosphate and adenine diphosphate. By 72 hours, the abundance of apyrases, 
cytoskeletal proteins and amount of amino acid in pellets of 27000 xg of germinated pea seeds in E. arabicus extracts 
were sharply increased than those sown in distilled water. All the samples exhibited that the stems had more amount 
from apyrases, cytoskeletal proteins, amino acids and ATPase and ADPase activities than primary leaves and primary 
roots that were germinated either on E. arabicus water extract or in distilled water. Based on the enzyme’s capability to 
hydrolyse nucleotide triphosphate and nucleotide diphosphate as well as the direct association between expression of 
49-kDa apyrase and cytoskeletal proteins, E. arabicus water extract had an important effect on plant germinations.
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Introduction

The cytoskeleton of eukaryotic cells is a dynamic filamentous 
apparatus showing an interesting architecture (Li and Ren, 
2015). The cytoskeletal proteins are mainly composed of a 
web of filaments that are distributed in the cell and in the 
nucleus as actin filaments and microtubules, respectively 
(Bershadsky and Vasilev, 1988). Threads of cytoskeletal 
proteins are associated with each another, or with other 
cytoskeletal proteins, or with various plant cell systems (Abe 
and Takeda, 1986, 1989). 

It has been reported that cytoskeletal proteins play 
essential roles in most cellular activities in plants. For 
example, they direct the Golgi apparatus (Boevink et al., 
1998), mitochondrial movements (Van Gestel et al., 2002), 
induce the myosin motor (DePina, AS, 1999), are involved in 
the energy supply for various metabolic activities (Mathur et 
al., 2002), are linked to Sertoli cell ectoplasmic specializations 
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(Cavicchia et al., 2011) and determine spindle position 
during cell division (Lloyd and Traas, 1988). Moreover, 
cytoskeletal elements organise the stimulation of gravitropism 
in root cell (Cyr, 1994), trichome branching and morphogenesis 
(Vantard et al., 2001; Szymanski et al., 1999). 

On the other hand, apyrase purified from pea plumule 
nuclei (NTPase, EC 3.6.1.15) is classified as a nucleoside 
triphosphatase through hydrolyses by both adenine 
triphosphate (ATP) and adenine diphosphate (ADP) 
(Moustafa et al., 2003; Komoszynski and Wojtczak, 1996). 
Animal apyrases were found to be ectoapyrase and usually 
in combination with the extra-cellular matrix (ECM) as a 
membrane-bound protein tissue (Valenzuela et al., 1996; 
Battastini et al., 1998). 

The real functions and locations of apyrases are not 
clearly apparent and many functions still ambiguous in nearly 
all plant cells – sometimes found as a soluble enzyme in the 
nuclei or cytoskeleton (Shibata et al., 1999). And as the apyrase 
compartments exhibited various locations, therefore assumed 
diverse functions, including phosphate uptake, toxin resistance, 
cytoskeleton-based cellular metabolism, had important 
functions during germination of pea seeds, phytochrome 
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responses and involvement in potato starch metabolism 
(Handa and Guidotti, 1996; Shibata et al., 1999; Thomas et al., 
1999, 2000; Moustafa et al., 2003 and others). Also, one report 
indicated that the apyrases present in the root were essential 
for nodulation and stimulating the de novo organogenesis of 
the emergent root nodule (Cohn et al., 1998). 

Amino acids play several important roles in plants, 
from being the building blocks of all proteins to being 
involved in essential metabolites with several physiological 
activities, such as the transportation of ions and organic 
nitrogen, regulation of stomatal opening and heavy metal 
detoxification. They affect the activity and biosynthesis of 
some enzymes, redox-homeostasis and gene expression (Rai, 
2002; Ortiz-Lopez et al., 2000). 

Also, the cycling of amino acids between roots and 
shoots, that are governed by the conducting tissues, xylem 
and phloem (Jeschke and Pate, 1991; Jeschke and Hartung, 
2000), and the fluctuation in the concentrations that were 
either ascending or descending are thought to be controlled 
by various factors such as nitrogen, carbon availability and 
sulphur metabolism (Mariusz, 2013; Réjane and Guillaume, 
2014). E. arabicus, as 7% crude water extract, caused marked 
stimulation in the shoot fresh weight, shoot length, root 
length and in fresh root as well as the dry weight of the 
seedling of Vicia faba L. (Moustafa et al., 2016). 

To the best of our knowledge, there are no studies of the 
effect of specific plant extracts on amino acids biosynthesis 
in pea seedlings, linked with ATPase, 49-kDa apyrase and 
cytoskeletal proteins. In the present research, we used 
antibodies against both 49-kDa apyrase and the cytoskeletal 
proteins to measure changes in their amount. In addition, 
changes in the enzymatic properties of the ATPase and 
ADPase, in association with amino acids biosynthesis during 
the early stage of germination of Alaska peas grown in the 
crude water extracts of E. arabicus, have been estimated.

Materials and Methods

Sample preparation
Seeds of Pisum sativum L. var. Alaska were imbibed in 
distilled water (DW) for 10 hours and then allowed to 
germinate in DW by irrigation either by (DW) as a control or 
with a 7% water extract of E. arabicus for 72 hours at 21-23°C, 
(Moustafa  et al., 2003, 2016). Seven grams dissected from 
stems, leaves and roots were separated from the cotyledons 
72 hours after germination. Collected tissues were grounded 
on ice with a mortar and pestle in a cytoskeleton-stabilising 
buffer (CSB) of volume 7 consisting of 10 mM Mg (OAc)2, 2 
mM EGTA, 5 mM HEPES-KOH (pH 7.5), 1 mM PMSF and 
0.5% PTE. The resulted homogenates were filtered using two 
layers of Mira cloth (Calbiochem) and centrifuged for 27,000 
xg to collect cytoskeletal proteins.

Gel electrophoresis and Western blotting
According to the methods described by Moustafa et al., 2003, 
the sample buffer consisted of 2% 2-mercaptoethanol, 10 mM 
Tris-HC1, pH 6-8, and 2% LDS as a 2x stock for preparation. 
The buffer stock was mixed with an equal volume of 27,000 
xg pellets, which were obtained, and boiled for three minutes; 
then the mixture was advanced for electrophoresis by 

SDS-PAGE. After electrophoresis, every gel was removed 
and adhered precisely, without any bubbles on a PVDF 
membrane (ImmobilonTM Transfer Membranes, Millipore), 
for protein transfers. After blotting, the PVDF membranes 
were transferred into sterilised sealed bags and probed with 
the antibodies, namely anti-apyrase antibody, biotinylated 
anti-rat Ig species-specific, streptavidin-alkaline phosphatase 
conjugate (Amersham Pharmacia Biotech) and BCIP and 
NBT, as substrates (Shibata et al., 1999). 

To detect the cytoskeletal protein, the same treated gels 
were blotted onto a PVDF membrane and treated with actin 
(N. 350), alpha-tubulin (N. 356), beta-tubulin (N. 357) and 
biotinylated goat antibody as the secondary antibody in the 
presence of 5 BCIP and NBT as substrates (Wako Chemicals). 
By using Pharmacia LKB Image Master DTS densitometer, 
the optical density of 49-kDa apyrase and cytoskeletal 
proteins were quantitated. Densitometry quantification 
of Western blot bands was made using Image Master. 
Measurements were done in triplicate and are presented as 
mean ± SEM.

Assay of ATPase and ADPase activity
Pea stems, leaves and roots were harvested, homogenised in 
cytoskeleton-stabilising buffer, filtered through two layers of 
Mira cloth and then centrifuged for 27,000 xg. The ATPase 
and ADPase activities were estimated as released phosphates, 
using ATP, ADP and AMP as substrates in the presence or 
absence of extracts of E. arabicus, as described by Moustafa et 
al., 2003. An assay mixture of 83.3 μL that composed of 100 
mM Tricine-NaOH (pH 7.5), 10 mM CaCl2, 10 mM substrate 
(nucleoside triphosphate, ADP, or AMP) was added to 1 µL 
from stems, leaves and roots diluted pellets with CSB then 
kept at 25ºC for 15 min. To stop the reaction, 16.7 μL of 50% 
(v/v) TCA was added and then kept on ice. To measure the 
amount of released phosphate, 500 μL of ferrous sulphate-
ammonium molybdate reagent was added to the treated and 
untreated samples. Protein content in treated and untreated 
samples was determined according to Bradford, 1976. Results 
are expressed as micromoles consumed per minute and per 
milligram of tissue (mean ± SEM).

Estimation the amino acids contents
According to the method of Moore and Stein, 1948, the 
total number of free amino acid was evaluated from 
dissected stems, leaves and roots of pea plant, either through 
germination in E. arabicus extracts or in DW. A citrate buffer 
of 10 ml was used to dissolve 16 mg of SnCL2 mixed with 10 
ml of ninhydrine solution. One ml of the prepared reagent 
was added to 200 ul of each plant extract and boiled for 20 
minutes. Then, 5 ml of diluted solvent (an equal amount 
of distilled water and 95% ethanol) was added and kept 
for 15 min at 24°C. The absorbance was calculated using 
a spectrophotometer at 570 nm. Results are expressed as 
milligrams per gram of tissue (mean ± SEM).

Data analysis 
The results were expressed as mean ± SEM. Data statistical 
analysis were carried out using Student’s t-test and the results 
were considered significant at P < 0.05.

https://www.ncbi.nlm.nih.gov/pmc/articles/PMC88866/#B7
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It was very clear that the sum of cytoskeletal protein 
and 49-kDa apyrases was abundant in the primary stems 
than primary roots and little in the roots. In all cases, the 
pea seeds grown in distilled water exhibited lesser amount of 
cytoskeletal proteins than those grown in E. arabicus extracts. 
The amount of cytoskeletal proteins increased progressively 
by 52.72% in the stem compared to roots and about 23.53% 
compared to leaves during the 72 hours of germination in 
distilled water. Notably, there were significant increases in 
cytoskeletal proteins found in roots, leaves and stems and in 
49 kDa apyrase belongs to the stems (Fig. 2).

The primary stems had 49-kDa apyrases ranging from 
34.78% to 55.00%, more than leaves and root progressively, 
during the 72 hours of germination in distilled water. Stems 
of pea seeds grown in E. arabicus extracts manifested 23.06% 
more cytoskeletal proteins than that in leaves and 49.18% 
more that roots while 49-kDa apyrases exhibited an increase 
of 37.76% compared to leaves and 64.66% compared to root 
throughout their germination in E. arabicus water extracts. 
The amount of 49-kDa apyrase in pea root, grown in E. 
arabicus water extracts, was more than that grown in DW 
by approximately 5.63% while the amount in leaves and 
stems increased by about 16.89% and for stems by 20.43%. 
Cytoskeletal proteins for pea seeds grown in E. arabicus water 
extracts increased in range between 20.64%, 21.09% and 
25.74% for stems, leaves and roots, respectively, than that 
grown in DW thorough 72 h of germination. 

Apyrase activity
For more obvious determination in the increment in ATPase 
activities associated with germination because of germination 
in E. arabicus water extracts, the homogenates with 49-kDa 
apyrase, which were obtained from various tissues, were 
assayed against ATP, ADP and AMP, as shown in Fig. 3. 

No hydrolytic activity was observed against AMP from 
all tested samples. Extracts of pea stems were germinated for 
72 hours showed virtually the highest activity against ATP and 
ADP substrate, whereas the leaves tissue was intermediate, 
and the roots had the lowest activity. There was significant 
difference for ADPase and ATPase between the plant treated 
with E. arabicus extract and DW throughout the treatment 
period in the stems and leaves parts. Estimation of the 
differences between ATPase activity and ADPase growing in 
DW was found to be 23%, 30.24% and 45.30% in roots, leaves 
and stems, respectively, while 42.516% for roots, 52.02% for 
leaves and 39.90% for stems in E. arabicus water extracts. 
ADPase activities were higher in the pea stems growing in the 
DW by 46.85%.and 41.48% than leaves and roots respectively 
while those growing in E. arabicus water extracts were higher 
by 30.10% for leaves and by 48.00% for roots.

Also, ATPase activities were higher in the pea stems 
growing in the DW by 39.40% for leaves and 45.03% for root 
while those growing in E. arabicus extracts were higher by 
34.03% for leaves and by 49.33% for roots. ATP exhibited 
an increased efficiency rate of pea seedling growing in E. 
arabicus by 17.89% for roots, 42.43% for leaves and 40.54% 
for stems, and ATPase exhibited 20.94% for roots, 39.30% for 
leaves and 31.77% for stems.

Results

Quantification of 49-kDa apyrase and cytoskeletal proteins
Densitometry quantification of each band found in the 
western blot graphs, using Image Master of 49-kDa apyrases 
and the sum of all cytoskeletal protein including actin, alpha 
and beta-tubulin, obtained are represented in Fig. 1 and Fig. 2. 

FIGURE 1. PVDF membrane of 49 kDa and cytoskeleton proteins.   
Pea seeds were imbibed and sown in DW in the dark for 72 hours. 
Dissected stems, leaves and roots grown in DW (lane1, lane3 and 
5 respectively) and that grown in E. arabicus water extract (Lane 
2, 4 and 6, respectively). Panel A: PVDF membrane probed with 
anti-apyrase antibody, antibiotinylated anti-rat Ig species-specific 
and streptavidin-alkaline phosphatase conjugate. Panel B: PVDF 
membrane probed with actin (N. 350), alpha-tubulin (N. 356), beta-
tubulin (N. 357) and biotinylated goat antibody. SBP, streptavidin-
binding proteins; BT, beta-tubulin; AT, Alpha-tubulin; ACT, actin-
like protein. 

FIGURE 2. Optical density of 49 kDa and cytoskeletal proteins on 
PVDF membrane (Fig. 1). CYS-R, cytoskeletal proteins in roots; 
APY-R, 49 kDa in roots; CYS-L, cytoskeletal proteins in leaves; 
APY-L, 49 kDa in leaves; CYS-S, cytoskeletal proteins in stems 
APY-S; 49 kDa in stems. Each value is the mean ± SEM; *the mean 
difference is significant at P < 0.05 using Student’s t test.
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FIGURE 3. ATPase and ADPase activities on germination of pea 
seeds in distilled water and in E. arabicus water extract. Panel A; 
Roots; Panel B, Leaves; Panel C, Stems. Each value is the mean ± SEM; 
*the mean difference is significant at P < 0.05 using Student’s t test.
 

The close correlation between the efficiency of three 
tissues against the two substrates strongly argues that the 
majority of ATPase and ADPase activities are due to the 
active components present in the extracts of E. arabicus.

Amino acid contents
Amino acids are candidate molecules that mainly contribute 
to the metabolic process during the pea seedling germination 
under specific environmental conditions. Therefore, they 
were categorised into 3 main components, stems, leaves and 
roots, and these were determined (Fig. 4). Under the control 
condition, the amino acids varied depending on which part 
was investigated and affected by the extracts of E. arabicus 
especially for stems and leaves as they found to be had 
significant results (Fig. 4 Panel B and C). 

Under the DW irrigation condition, the amino acid 
content greatly increased by more than two or three fold 
in stems than in leaves and roots as well as under the effect 
of the extracts of E. arabicus. Amino acids increased in the 
stem of peas seeds growing in the DW by 38.46% for leaves 
and 47.45% for root while those growing in the E. arabicus 
extracts increased by 22.66% compared to leaves and 32.19% 
compared to roots. E. arabicus extracts increased the amino 
acid contents in all tissues in the order of root (13.37%), 
leaves (23.68%), and stems (51.15%).

FIGURE 4.  Amino acids contents in pea stem, leaves and root 
grown with distilled water (DW) or E. arabicus water extract. Each 
value is the mean ± SEM; *the mean difference is significant at P < 
0.05 using Student’s t test.
 
Discussion 

Link between 49-kDa apyrase and cytoskeletal proteins
Many plant extracts were considered as an important factor 
that could affect the plant physiological characteristics (Ali et 
al., 2015; Hernández-Herrera et al., 2016; Prithiviraj, 2008). 
The allelopathic effect of the plant extract has been reported 
to depend on the species and the stage of development 
(Moustafa et al., 2016; Agarwal et al., 2002). In the present 
research, we examined the possible impacts of E. arabicus 
water crude extract on pea seedlings, which were under 72 h 
of germination-various parts including stems, leaves and roots. 
Pea’s seeds grown in water had a significant raise in the amount 
of 49-kDa apyrase and cytoskeletal protein in the shoots 
system while the degree of assimilation was low in roots. 

The general increase in the rate of assimilation in stems, 
leaves and roots in 49-kDa apyrases was mainly linked with 
the increase in the cytoskeletal proteins. In a typical case, 
and by using 2D-PAGE and Western blotting to examine the 
rate of expression of various isotypes of apyrase (EC 3.6.1.5) 
during the initial growth of pea (Pisum sativum L. var. 
Alaska) seedlings, it was found that 49-kDa apyrase began 
to appear 16 hours after germination and increased through 
germination time and was higher in stems than leaves and 
roots (Moustafa et al., 2003). 

Moreover, a fraction from the homogenates of Alaska 
peas (Pisum sativum L.) under germination for 30, 45 and 
69 hours, respectively, were tested for the status of the 
cytoskeletal protein in the embryo and its different parts, 
and it was found that by 69 hours, abundance of cytoskeletal 
protein in different fractions of stems was higher than that of 
roots and prophyllus and that there were very little amounts 
of all types of cytoskeletal proteins in the primary roots 
(Moustafa, 2009). 
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Furthermore, an increase in 49-kDa apyrase and 
cytoskeletal proteins were observed while pea seeds grown in 
the E. arabicus water crude extract especially for cytoskeletal 
proteins found in all parts and in 49 kDa apyrase found in the 
stems. The active molecule in the E. arabicus, grown in EL 
Souda Mounatins, KSA, was identified previously (Moustafa 
et al., 2018). It is necessary to characterise such inorganic or 
organic molecules (e.g., micronutrient, lipids, lignin, silicate, 
hormone, etc.) that might be abundant in E. arabicus crude 
water extract than DW itself. 

Effect of plant extract as natural fertilizers has been 
reported in several plants-Oryza sativa (Ilori et al., 2007), 
some varieties of wheat (Agarwal et al., 2002) and common 
bean (Phaseolus vulgaris L.) (Al-Watban and Salama, 2012). 
These active components may have a role in the metabolic 
process in leaves, stems and roots of pea’s seedling. They 
may have a role in the metabolic process in regulation of leaf 
respiration and alternative pathway activity. For example, 
the rate of plant respiration is organised by many factors 
such as the availability of substrates and their type, adenine 
diphosphate and carbohydrate (Krapp et al., 1991; Azcón‐
Bieto et al., 1994; Gonzàlez-Meler and Siedow, 1999). 

It was also reported that the type of substrate and 
available active components could affect the photosynthesis 
rate as well as the cellular ATP utilisation rate associated with 
transport and biosynthetic processes and general cellular 
maintenance (Beevers, 1970; Fader and Koller, 1984). 

ATPase and ADPase activities
ATPase and ADPase activities are considered as measuring 
tools of plant metabolic activities, playing a vital role in many 
processes. For example proteins transportation are activated 
by electrochemical gradients of protons through the plasma 
membrane due to the action of plasma membrane H+ pumps 
fuelled by ATP (Palmgren, 2001). 

Herein, we analysed both ATP and ADP, as the 
apyrase, which is considered as a highly active ATP-
diphosphohydrolase, catalysed the sequential hydrolysis of 
ATP to ADP to AMP, yielding inorganic phosphate. Figure 
4 shows that the ATP and ADPase values of each part are 
positively correlated to the germinations in the E. arabicus 
aqueous extracts and significantly higher in stems and leaves 
compared with the roots tissue. This again indicates that the 
growth rate basically depends on the active compounds in the 
E. arabicus extracts. Furthermore, the variation in each part, 
whereas ATPase and ADPase are more in stems than leaves 
and roots, ensures the correlations among ATPase, ADPase, 
49-kDa apyrase and total cytoskeletals proteins. 

Previously, a similar conclusion was drawn on the 
relationship between the expression of different isotypes of 
apyrase when imbibition, germination stages and initial growth 
of pea was investigated using 2D-PAGE and Western blotting, 
and it was found that stems contained all five isotypes, with pI 
6.0, 6.3 and 6.6, isotype than the leaves; whereas, less amounts 
of all isotypes were found in the roots, concluding that ATPase 
activity mainly results from the 49-kDa apyrase. ATPases may 
be responsible for the different functions in each part of pea 
seedlings, but the real function needs more investigation. By 
using an electron microscope, the most pronounced staining 

part for ATPase was located at the plasmalemma for either 
wheat coleoptiles or pea stems with regard to the postulated 
functions of ATPase activity in elongation of plant cell and in 
proton pumping (Hall et al., 1980).

Amino acids
It is well known that amino acids have crucial functions 
throughout plant life. Apart from their function during the 
biosynthesis of the protein, it showed several other metabolic 
pathways during signalling processes (Hildebrandt et al., 2015). 

In general, the recorded amount of amino acids differ 
strongly in stems, leaves and roots and change dynamically 
depending on the substrate of the growing conditions. The 
amount of amino acid is lesser in all pea seedling parts 
that grow in the water than those grown in the E. arabicus 
extracts. There are significant activity in the stems and leaf 
extract than roots proofed the importance of both E. arabicus 
extracts and amino acids to the various metabolic activity. 
As it was reported that many amino acids were found to be 
precursors for the biosynthesis of secondary metabolites such 
as glucosinolates, which can be generated from methionine, 
alanine, aromatic amino acids and branched-chain. Also, 
it was interpreted that plants that grow in substrate have 
no source of carbon, e.g., carbon starvation, or in distilled 
water only; then the amino acid could be subjected to the 
degradation to establish the energy condition of plant cells 
under germination in certain physiological state (Halkier and 
Gershenzon, 2006). 

In addition, the energy requirements of the young 
seedling have to be covered by amino acid oxidative process 
and degradation of other storage materials, such as starch and 
fatty acids, until the photosynthetic apparatus is completely 
functional (Galili et al., 2014). Amino acids, under nutrient 
limitation source, are recycled and used for the synthesis of 
specific proteins that are required. Also, Hannah et al., 2010, 
Timm et al., 2012 and Häusler et al., 2014 found that in a 
non-meristematic parts, amino acids for protein synthesis 
can mainly be provided only by a protein turnover that 
acts as signalling molecules, precursors for the synthesis of 
phytohormones and for secondary metabolites activity with 
signalling function. Others showed that inorganic salts that 
are found less in water and more in plant extract initially 
contribute nitrogen that is rapidly linked to amino acids in 
the root or mature leaf tissue. Therefore, development of 
leaves, meristematic tissues and various reproductive organs 
should import amino acids to establish their growth and 
development (Ortiz-Lopez, A, 2000; Bush, 1999). 

As a consequence, it could be expected that the 
regulation and the suitable amount of amino acid, generated 
by various parts of a pea seedling, can be highly organised 
by specific regulators found in plant extracts of E. arabicus 
extracts. These parameters (amino acids. ATPase, ADPase, 
49-kDa apyrase and cytoskeletal proteins) can be used as 
a convenient evidence to distinguish the positive and non-
positive extracts of various plants as natural fertilizers to 
plant growth. In conclusion, biochemical characterisation 
of the 49-kDa, cytoskeletal proteins, ADPase and ATPase 
activities and amino acid associated with germination of pea 
seeds in 7% E. arabicus aqueous water extracts have indicated 
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that the plant can play a crucial physiological role in pea 
plants and perhaps in other plants. 

Acknowledgement 

The authors extend their appreciation to the Deanship of 
Scientific Research at King Khalid University for funding this 
work through General Research Project under grant number 
(R.G.P.1/26 /38).

References 

Abe S, Takeda J (1986). Possible involvement of calmodulin and the 
cytoskeleton in electrofusion of plant protoplasts. Plant 
Physiology 81: 1151-1155.  

Abe S, Takeda J (1989). Promotion by calcium ions and cytochalasin 
D of  the rounding up process (spherulat ion) of 
electrofused barley protoplasts and its relation to the 
cytoskeleton.  Journal of Experimental Botany 40: 819-826.

Agarwal AR, A Gahlot, R Verma, PB Rao (2002). Effect of weed 
extracts on seedling growth of some varieties of wheat. 
Journal of Environmental Biology 23: 19-23.

Ali N A Farrell A Ramsubhag and J Jayaraman (2015). The effect 
of Ascophyllum nodosum extract on the growth yield and 
fruit quality of tomato grown under tropical conditions. 
Journal of Applied Phycology 28: 1353-1362.

Al-Watban A, Salama HMH (2012). Physiological effects of 
allelopathic activity of Artemisia monosperma on 
common bean (Phaseolus vulgaris L). International 
Research Journal of Plant Science 3: 158-163.

Azcón-Bieto J,  CB Osmond (1983). Relationship between 
photosynthesis and respiration: the effect of carbohydrate 
status on the rate of CO2 production by respiration in 
darkened and illuminated wheat leaves. Plant Physiology 
71: 574-581.

Battastini AMO, Emanuelli T, Koester MR, Wink MR, Bonan CD, 
Dias RD, Sarkis JJF (1998). Studies on the anchorage of 
ATP diphosphohydrolase in synaptic plasma membranes 
from rat brain. International Journal of Biochemistry & 
Cell Biology 30: 669-678.

Beevers H (1970). Respiration in plants and its regulation In: I 
Setlik, ed., Prediction and Measurement of Photosynthetic 
Productivity, pp. 209-214. Centre for Agricultural 
Publishing and Documentation, Wageningen, The 
Netherlands.

Bershadsky AD, JM Vasilev (1988). Cytoskeleton. In: Siekevitz P, ed., 
Cellular Organelles. Plenum Press.  

Boevink PK, Oparka SS, Cruz B, Martin A, Betteridge, Hawes C 
(1998). Stacks on tracks: the plant Golgi apparatus traffics 
on an actin/ER network. Plant Journal 15: 441-447.  

Bradford MM (1976). A rapid and sensitive method for the 
quantitat ion of microgram quantit ies of  protein 
utilizing the principle of protein-dye binding. Analytical 
Biochemistry 72: 248-254. 

Bush DR (1999). Amino acid transport. In: Singh BK (ed.), Plant 
Amino Acids: Biochemistry and Biotechnology, pp. 305-318. 
Marcel Dekker, New York, 

Cavicchia JC, Fóscolo M, Ibañez J, Lillig C, Capani F (2011). 
The actin filament network associated to Sertoli cell 
ectoplasmic specializations. Biocell 35: 81-89. 

Cohn J, Day RB, Stacey G (1998). Legume nodule organogenesis. 
Trends in Plant Science 3: 105-110. 

Cyr RJ (1994). Microtubules in plant morphogenesis: Role of the 
cortical array.  Annual Review of Cell Biology 10: 153-180. 

DePina AS, Langford GM (1999). Vesicle transport: the role of 
actin filaments and myosin motors. Microscopy Research 
Techniques 47: 93-106.  

Galili GT, Avin-Wittenberg R, Angelovici, Fernie AR (2014). The 
role of photosynthesis and amino acid metabolism in the 
energy status during seed development. Frontiers in Plant 
Science 5: 447.

Gonzàlez-Meler MA, JN Siedow (1999). Inhibition of respiratory 
enzymes by elevated CO2: does it matter at the intact tissue 
and whole plant levels? Tree Physiology 19: 253-259.

Häusler RE, Ludewig F, Krueger S (2014). Amino acids-a life 
between metabolism and signalling. Plant Science 229: 
225-237.

Halkier BA, Gershenzon J (2006). Biology and biochemistry of 
glucosinolates. Annual Review of Plant Biology 57: 303-333.

Hall JC, Kinney AJ, Dymott A, Thorpe JR, Brummell DA (1982). 
Localization and properties of ATPase activity in pea 
stems and wheat coleoptiles. Histochemical Journal 14: 
323-331.

Handa M, Guidotti G (1996). Purification and cloning of a soluble 
ATP diphosphohydrolase (apyrase). from potato tubers 
(Solanum tuberosum). Biochemical and Biophysical 
Research Communications 218: 916- 923.

Hannah MA, Caldana C, Steinhauser D, Balbo I, Fernie AR, 
Willmitzer L (2010). Combined transcript and metabolite 
profiling of Arabidopsis grown under widely variant 
growth conditions facilitates the identification of novel 
metabolite-mediated regulation of gene expression. Plant 
Physiology 152: 2120-2129.

Hernández-Herrera RM, Santacruz-Ruvalcaba F, Za-udo-Hernández 
J, Hernández-Carmona G (2016). Activity of seaweed 
extracts and polysaccharide-enriched extracts from Ulva 
lactuca and Padina gymnospora as growth promoters 
of tomato and mung bean plants. Journal of Applied 
Phycology 28: 2549-2560.

Hildebrandt TM, Nunes Nesi A, Araújo WL, Braun HP (2015). 
Amino Acid Catabolism in Plants. Molecular Plant 8: 
1563-1579.

Ilori OJ, Otunsanya OO, Adelusi AA (2007). Phytotoxic effect 
Tithonia diversifolia on germination and growth of Oryza 
sativa. Research Journal of Botany 2: 23-32.

Jeschke WD, JS Pate (1991). Modelling of the partitioning 
assimilation and storage of nitrate within root and shoot 
organs of castor bean (Ricinus communis L). Journal of 
Experimental Botany 42: 1091-1103.

Komoszy nsk i  MA,  A  Wojtcza k  (1996) .  Apy ras es  (ATP 
diphosphohydrolases EC 3615). function and relationship 
to ATPases. Biochimica Biophysica Acta 1310: 233-241.

Krapp A, Quick WP, Stitt M (1991). Ribulose-15-bisphosphate 
carboxylase-oxygenase other Calvin-cycle enzymes and 
chlorophyll decrease when glucose is supplied to mature 
spinach leaves via the transpiration stream. Planta 186: 
58-69.

Li J, Blanchoin L, Staiger CJ (2015). Signaling to actin stochastic 
dynamics. Annual Review of Plant Biology 66: 415-440.

Lloyd CW, Traas JA (1988). The role of F-actin in determining the 

https://www.ncbi.nlm.nih.gov/pubmed/?term=F%C3%B3scolo M%5BAuthor%5D&cauthor=true&cauthor_uid=22423484
https://www.ncbi.nlm.nih.gov/pubmed/?term=Lillig C%5BAuthor%5D&cauthor=true&cauthor_uid=22423484
https://www.ncbi.nlm.nih.gov/pubmed/?term=Capani F%5BAuthor%5D&cauthor=true&cauthor_uid=22423484
https://www.ncbi.nlm.nih.gov/pubmed/22423484
https://www.ncbi.nlm.nih.gov/pubmed/?term=Hildebrandt TM%5BAuthor%5D&cauthor=true&cauthor_uid=26384576
https://www.ncbi.nlm.nih.gov/pubmed/?term=Nunes Nesi A%5BAuthor%5D&cauthor=true&cauthor_uid=26384576
https://www.ncbi.nlm.nih.gov/pubmed/?term=Ara%C3%BAjo WL%5BAuthor%5D&cauthor=true&cauthor_uid=26384576


Using plant extract as enhancer for upper-regulation of Pisum sativum genes                                 87   

division plane of carrot suspension cells. Development 102: 
211-221.

Moustafa MF, Alrumman SA, Zaki H, Loutfy N, Hashem M 
(2016). Cyto-Physiological effects of aqueous extracts 
of some weeds and clove on the growth of Chinese Faba 
Bean (Vicia faba L).  Journal of Advances in Biology & 
Biotechnology 9: 1-8.

Moustafa MF (2009). Status of cytoskeleton proteins during the 
initial germination of Pisum sativum L var Alaska. Journal 
of Environmental Studies 2: 95-103. 

Moustafa MFM, Yoneda M, Abe S, Davies E (2003). Changes 
in isotypes and enzyme activity of apyrase during 
germination of dark-grown pea (Pisum sativum L var 
Alaska) seedlings. Physiologia Plantarum 119: 146-154.

Moustafa M, Siddiqui S, Alrummam S, Shati A, Al-Kahtani M 
(2018). Antimicrobial activity and heavy metals findings 
of Euryops arabicus (jabur) leaves against plant and human 
pathogens. Pakistan Journal of Agricultural Sciences 55: 
787-792.  

Mariusz AB (2013). Amino acid biosynthesis pathways in diatoms. 
Metabolites 3: 294-311.

Mathur J,  Mathu N, Hu lskamp M (2002).  Simultaneous 
visualization of peroxisomes and cytoskeletal elements 
reveals actin and not microtubule-based peroxisome 
motility in plants. Plant Physiology 128: 1031-1045. 

Moore S, Stein WW (1948). Amino acid free photometric ninhydrin 
method for use in the chromatography of amino acids. 
Journal of Biological Chemistry 176: 367-388.

Ortiz-Lopez A, Chang HC, Bush DR (2000). Amino acid 
transporters in plants. Biochimica et Biophysica Acta 1465: 
275-280.

Palmgren MG (2001). Plant plasma membrane H+-ATPases: 
powerhouses for nutrient uptake. Annual Review of Plant 
Physiology and Plant Molecular Biology 52: 817-845.

Prithiviraj B (2008). Rapid bioassays to evaluate the plant growth 
promoting activity of Ascophyllum nodosum (L.) Le Jol. 
using a model plant Arabidopsis thaliana (L.) Heynh. 
Journal of Applied Phycology 20: 423-429.

Rai V (2002). Role of Amino Acids in Plant Responses to Stresses. 
Biologia Plantarum 45: 481-487.

Réjane P, Guillaume P (2014). Regulation of amino acid metabolic 
enzymes  and t ranspor ters  in  plants .  Journal  of 
Experimental Botany 65: 5535-5556.

Szymanski DB, Marks MD, SM Wick (1999). Organized F-actin 
is essential for normal trichome morphogenesis in 
Arabidopsis. Plant Cell 11: 2331-2337.  

Shibata K, Morita Y, Abe S, Stanković B, Davies E (1999). Apyrase 
from pea stems: isolation purification characterization and 
identification of a NTPase from the cytoskeleton fraction 
of pea stem tissue. Plant Physiology and Biochemistry 37: 
881-888.

Thomas C, Sun Y, Naus K, Lloyd A, Roux SJ (1999). Apyrase 
functions in plant phosphate nutrition and mobilizes 
phosphate from extracellular ATP. Plant Physiology 119: 
543-551.

Timm S, Florian A, Arrivault S, Stitt M, Fernie AR, Bauwe H (2012). 
Glycine decarboxylase controls photosynthesis and plant 
growth. FEBS Letters 586: 3692-3697.

Valenzuela JG, Charlab R, Galperin MY, Ribeiro JMC (1998). 
Purification cloning and expression of an apyrase from 
the bed bug Cimex lectularius. A new type of nucleotide-
binding enzyme. Journal of Biological Chemistry 273: 
30583-30590.

Van Gestel K, Kohler RH, Verbelen JP (2002). Plant mitochondria 
move on F-actin but their positioning in the cortical 
cytoplasm depends on both F-actin and microtubules. 
Journal of Experimental Botany 53: 659-667. 

Vantard M, Cowling R, Delichere C (2000). Cell cycle regulation of 
the microtubular cytoskeleton. Plant Molecular Biology 43: 
691-703.

Xiangwen X, Fan Y, Sheng Z, Helena K, Chunyang L (2009). 
Physiological and proteomic responses of two contrasting 
Populus cathayana  populations to drought stress . 
Physiologia Plantarum 136: 150-168.

file:///F:/Biocell/2019%20%e6%8e%92%e7%89%88%e6%96%87%e4%bb%b6/BIOCELL%20Vol.%2043%2c%20Issue%202%2c%202019/Vol.%2043%2c%20Issue%202%2c%202019/Vol.%2043%2c%20Issue%202%2c%202019/6.%206231/javascript:;
file:///F:/Biocell/2019%20%e6%8e%92%e7%89%88%e6%96%87%e4%bb%b6/BIOCELL%20Vol.%2043%2c%20Issue%202%2c%202019/Vol.%2043%2c%20Issue%202%2c%202019/Vol.%2043%2c%20Issue%202%2c%202019/6.%206231/javascript:;

	_Hlk524642523
	_GoBack

